Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.006 Å; R factor = 0.045; wR factor = 0.123; data-to-parameter ratio = 14.4. 
Related literature
For bond-length data, see: Allen et al. (1987) . For background to the bioactivity and applications of the title compound, see: Pratt et al. (2004) . For the preparation of the title compound, see: Matson et al. (1999) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). which is being developed primarily for atrial fibrillation and also as adjunctive antiarrhythmic therapy in patients with implantable cardioverter defibrillators (Pratt et al., 2004) . Now, we present the crystal structure of the title compound (Fig. 1 ).
All bond lengths and angles in (I) are within normal ranges (Allen et al., 1987) except for the N-H bonds involved in hydrogen bonds with charged donors N4-H4A (1.04 Å) and N5-H5A (1.05 Å)of piperazonia ring, and also chloride ions (Table 1 and Fig. 2 ).
The title compound was prepared according to the method of Matson et al. (1999) . A three-neck 1 L flask fitted with a thermometer, mechanical stirrer, heating mantle, reflux condenser and addition funnel is charged with DMF (240 ml) and After 50 minutes, N-methylpiperazine (23.5 g) is added, and the mixture is allowed to stir for 2 h at 373 K. The reaction mixture is cooled to approximately 283 K and filtered to remove insolubles. The DMF is removed under reduced pressure at 338-341 K and replaced with absolute ethanol (175 ml). The mixture is heated to dissolve the free base and filtered to remove insolubles. The product is precipitated from ethanol (300 ml total) with the addition of 20 g of concentrated hydrochloric acid and then filtered to give 31 g of Azimilide dihydrochloride. The above dihydrochloride is suspended in 670 ml of refluxing ethanol and 150 ml of water are added to obtain complete solubilization. The mixture was standing under 298 K, then white crystals were grown slowly. The crystals were washed with cold ethanol, yield 25.6 g.
Refinement
The two water H atoms were located in a difference Fourier map and then refined as riding on the water O atom (0.85 and 0.86 Å). Other H atoms were positioned geometrically and refined using a riding model, with d(C-H) = 0.93 -0.97 Å and U iso (H) = 1.2U eq (C) or 1.5U eq (C methyl ).
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Figures Fig. 1 . The molecular structure of (I) with the atom-numbering scheme and 30% probability displacement ellipsoids. 
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